A previously healthy 25 year old Chinese male presented with left eye blurring of vision and was diagnosed to have left eye branch retinal vein occlusion. Initial blood investigations and thrombophilia screen were negative. The patient subsequently improved with observation and conservative management, with no further events over a 2 year follow up period.
Introduction
Retinal vein occlusion (RVO) is a common ocular disease that results in acute visual loss. It is multifactorial in origin; while its exact mechanism and pathogenesis remains unclear, conditions like glaucoma, hypertension, arteriosclerosis and diabetes mellitus are commonly known associations with RVO especially in the older population. These conditions contribute to RVO either by affecting flow in the vasculature or causing abnormalities in vessel walls. [1] [2] [3] [4] [5] As part of Virchow's triad, thrombophilic conditions also increase the risk of thrombosis. [6] [7] Examples of such conditions include resistance to activated protein C (APC) or factor V Leiden, hyperhomocysteinaemia, and deficiencies in the anticoagulation system (protein C, protein S, or antithrombin).
In the normal coagulation cascade, protein C is a major component in anticoagulation mechanisms, as activated protein C (APC) inactivates highly procoagulant factors in the generation of thrombin such as activated factor V (factor Va) and factor VIII (factor VIIIa). Activated factor V is normally fully inactivated by an initial cleavage of a peptide bond on the carboxyl side of 13 Here, we report a case report on a young male with branch retinal vein occlusion (BRVO) that initially tested negative for factor V leiden, but on a different test method, turned out to have a heterozygous mutation. In the first test performed two years ago, an allele specific polymerase chain reaction (PCR) targeting the mutant allele followed by gel electrophoresis test method was used. The patient was reported to be negative for the mutation. The original sample was no longer available for retesting.
Case Report
In the second test, a different method was used. In this patient, he was found to be heterozygous for the mutation. Subsequent DNA sequencing identified the 
